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Reaction Number of Km parameters Km Parameters 

EDA 3 KEDA,2ddg6p, KEDA,g3p, KEDA,pyr 

EDD 2 KEDD,6pgc, KEDD,2ddg6p 

FBA3 3 KFBA3,s17bp, KFBA3,dhap, KFBA3,e4p 

G6PDH2r 4 KG6PDH2r,g6p, KG6PDH2r,nadp, KG6PDH2r,6pgl, KG6PDH2r,nadph 

GND 4 KGND,nadp, KGND,6pgc, KGND,nadph, KGND,ru5p-D 

PFK_3 4 KPFK_3,atp, K PFK_3,s7p, K PFK_3,adp, K PFK_3,s17bp 

PGL 2 KPGL,6pgl, KPGL,6pgc 

RPE 2 KRPE,ru5p-D, KRPE,xu5p-D 

RPI 2 KRPI,ru5p-D, KRPI,r5p 

TALA 4 KTALA,g3p, KTALA,s7p, KTALA,e4p, KTALA,f6p 

TKT1 4 KTKT1,r5p, KTKT1,xu5p-D, KTKT1,g3p, KTKT1,s7p 

TKT2 4 KTKT2,e4p, KTKT2,xu5p-D, KTKT2,f6p, KTKT2,g3p 
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