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Figure 2: Panel a: Bayesian assignment test obtained with Admixture software at K=2 on the 54K genotypes of Ugandan cattle. Panel b, anticlockwise: Geographical representation of individual Q score values obtained with
Admixture software averaged per sampling cell and superimposed to the map of East Coast Fever prevalence (Ankole/zebu ancestries are represented in blue/white shades within the piecharts). Geographical trend of the
environmental variable “isothermality” (bio3). Map of East Coast Fever prevalence. Panel c, clockwise: Geographical representation of individual Q scores averaged per sampling cell and superimposed to the map of Brucellosis
prevalence (Ankole/zebu ancestries are represented in blue/red shades within the piecharts). Geographical trend of the environmental variable “annual mean of relative humidity” (reh.avg). Map of Brucellosis prevalence.
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